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Curriculum Vitae 

Nick Zwart was born in IJmuiden on 14 October 1986. He graduated from the Mendel 

College in Haarlem in 2005. In the same year he started the bachelor study Biology 

and Medical Laboratory Research at Hogeschool Inholland Alkmaar specializing in 

biochemistry and obtaining his degree in 2009. The same year he followed the master 

Biomolecular Sciences at the Vrije Universiteit Amsterdam specializing in Biological 

Chemistry. During this master program he performed a 5-month internship at Medicinal 

Chemistry group of the Vrije Universiteit Amsterdam aimed on the identification of the 

human histamine H4 receptor interacting proteins using the split-ubiquitin system in 

yeast models. His master thesis described the results of a second, 6-month internship 

at the Structural Biology group of the Vrije Universiteit Amsterdam which focused on 

determining variation in vacuolar proton pump activity in NaCl-stressed potato plant 

variants. 

After his graduation in 2012 he continued to work as research assistant at the 

Structural Biology group at the Vrije Universiteit where he was responsible for 

measuring Arabidopsis GORK-channel mutants using the Scanning Ion-selective 

Electrode Technique. 

In 2013 he started his PhD research, presented in this thesis, at the Institute for 

Environmental Studies (IVM) at the Vrije Universiteit Amsterdam under supervision of 

prof. dr. J. de Boer, dr. M.H. Lamoree, dr. T. Hamers and dr. C.J. Houtman. The project 

was aimed at the development of miniaturized bioassays for use with high-resolution 

fractionated samples and high-resolution mass spectrometry to improve identification 

during effect-directed analysis of the aquatic environment. The research was 

performed with funding from the Netherlands Organisation for Scientific Research 

(NWO) (formerly Technology Foundation STW). Part of the research has been 

presented at international conferences such as SETAC Barcelona (2015), SETAC 

Nantes (2016) and a NORMAN symposium in Amsterdam (2017). In addition, he 

participated in the Research School for Socio-Economic and Natural Sciences of the 

Environment (SENSE).
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